%33 B4 £ = % E K ¥ % W Vol. 33 No. 4
372 201142 H 28 H ACTA ACADEMIAE MEDICINAE MILITARIS TERTIAE Feb. 28 2011

. e
'LI:. % SCEEYRS 1000-5404 2011 04-0372-04

ERApEEshisEFNEGALEKEATFEREETNRERESHENXR
B B Mmoo T LI WA FEME 450052 M KM R — B I S e g A

H™E HM AREEEALTHEREREIINGEIEF macrophage migration inhibitory factor MIF  F1Zk5 4 2H 41
K HF connective tissue growth factor CTGF A £ K 1F M L X FUS I D5k N H 55 21 214k 24 G 40 1 4G
MIF Fl CTGF #£ 84 BB REH L IZRIAKT i Cox [ FBIH A Kaplan-Meier A= 77 {1 28 4347 H 5 B UG R E R
i RUUGHI 3 AEATE R} 59.5%  50/84  MIF Il CTGF By IK SR RIEHEE P=0.006 P=0.011 e il
KA P=0.023 P=0.006 %YIAHG HARZEEFSITFRY] MIF Fl CTGF (RRBAK SR BUI G AEFRE 27
FGIT#EY P<0.05  Cox BRI ZHNEMRM SERAL T CTGF Rk /K I R4 F o o (L2 R 5 i
BREHLEFWMIBRHEE P<0.05 &8 SEmALh CTGF mRis M I/ A R4 Wi 5 5B 3 s
FNESTE Y PSS

XER  BEME EAREMHE T SHHSERKET W5

REESZES  R341 R446.6 R735.1 TEERER A

Expressions of MIF and CTGF and their relationship with prognosis of esophageal

carcinoma

Pang Hui Xie Ruiling Shang Ke Fan Feifei Jia Yongxu Li Xingya Department of Oncology First Affiliated Hospital
Zhengzhou University Zhengzhou Henan Province 450052 China

Abstract Objective To investigate the expression and prognostic value of macrophage migration in-
hibitory factor MIF and connective tissue growth factor CTGF in esophageal carcinoma. Methods The
expression of MIF and CTGF were detected by SP immunohistochemistry in 84 specimens of pathologically iden-
tified esophageal carcinoma tissue collected by Department of Thoracic Surgery of our hospital from Jan. 1 2004
to Jun. 30 2006. The clinical data including TNM stages and differentiation were respectively analyzed. They
were all followed up till Jun 30 2010. The relationship of the expressions with prognosis of patients was evalua-
ted by Cox regression model and Kaplan-Meier survival curve analysis. Results The three-year overall
survival rate of the patients was 59.5% 50/84 . The expression of MIF and CTGF were significantly associat-
ed with the depth of tumor infiltration P =0.006 P =0.011 and TNM stage P =0.023 P =0.006 .
Univariate survival analysis suggested that three-year survival rate of the patients with high CTGF and MIF
expressions was poorer than those with lower expressions. Cox multivariate analysis indicated that CTGF expres-
sion TNM staging and differential degree were the independent prognostic factors affecting survival rate of
patients P <0.05 . Conclusion High CTGF expression is associated with a poor prognosis in esophageal
cancer. CTGF is a useful prognostic marker for esophageal carcinoma.
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